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Native Tie2+ Progenitor Cells - The ultimate Rejuvenation Source
for the Degenerated Intervertebral Disc?
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Y Angiopoeitin receptor a1 (aka Tie2+) nucleus pulposus progenitor cells (NPPC) have been described by Daisuke Sakai and
his team and by our group from the non-degenerative intervertebral disc (IVD) from human, mice, and cattle [1,2]. VD cells and unsorted cells.
&) Here, we present evidence for Tie2+ cells from primary clinical data of human IVD tissue, and passage 1 FACS-sorted cell’s Sub-aim: Compare the effect of
data for Tie2+ (aka CDZOZb) marker. adding the growth factor during
&) How Tie2+ cells differ with respect to gene expression in their phenotype to other IVD cells is currently unknown. Here, we expansion bFGF2 onto the
present first next generation sequencing (NGS) data comparing IVD cells, i.e. Tie2x NPC and Tie2+ AFC, of both clonal, transciptome.

and non-clonal origin.
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MATERIALS and METHODS
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&) Low-Passage of Tie2+ selected cells on standard plastics and subsequent bulk RNAseq of poly-AAA .p .. p‘n —
MRNA revealed many DEGs; among them KRTag, a previously described marker for nulceopulpocytes { o l a———
[3] ,was found significantly unregulated in Tie2+ cells: PRGg (lubricin) was found significantly down- ACKNOWLEDGEMENT | ®
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